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P The migration pattern of Legionella strains are not completely
correlated with GC% or Tm. For example, 18 strains have been
tested with 9 different GC% values and 12 distinct bands have
been obtained after DGGE analysis. L quinlivanii and L.

londiniensi have the same GC% values and 2 bands are obtained.
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» On hydrotherapic establishment sample profiles two bands are common, four bands disappeared and two
appeared in the water network. One band co-migrate with L. spiritensis in both samples and 1 band co-migrate
with L. steigerwaltii in output sample. For each profile, one band dominated. However it was not the same. The
most important band in input profile (28% of the PCR product intensity) represented 16% on the output sample
pattern. A not detected band on input profile dominated on output profile (48% of the PCR product intensity).

» A DGGE method has been developed to study the Legionella community including a reference profile with 12 pathogenic strains.

» The analysis of structure of the Legionella community in two facilities shows the modification of the V3 pattern during process.

» Marker can be improved by the addition of some other pathogenic Legionella strains as L. dumoffii, L. micdadei more often retrieve in clinical sample.
» This method can be applied to monitor the colonization of water network after a biocide treatment or to evaluate the pathogenic risk correlated with a
high Legionella spp. density.




